Here, we report the first complete genome sequence of Corynebacterium riegelii strain PUDD_83A45, isolated from the urine of a patient with urinary tract infection. The genome measured 2.56 Mb and contained no plasmid.
Database analysis, although distant matches included two multidrug MFS transporters, one closest to Actinomyces neuii (63% amino acid identity to WP_024330734) and one closest to Propionibacterium sp. KPL1838 (73% amino acid identity to ERS38161) (11) . Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number CP012342.
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